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155 160 165 

Asp Arg Glu Glu Asn Glu Asn His Phe Pro Val lie Tyr Gly He 
170 175 180 

Ala Val Asn He Lys Thr Ala Glu He Tyr Arg Ala Ser Phe Gin 

185 190 195 

Asp Arg Gly Pro Glu Glu Gin Leu Arg Ala Ala Arg Thr Leu Ala 

200 205 210 

Gly Gly Pro Met He Ser He Tyr Asp Ala Glu Thr Glu Gin Leu 

215 220 225 

Arg He Gly Pro Tyr Ser Trp Thr Pro Phe Pro His Val Asp Phe 

230 235 240 

Trp Leu His Gin Asp Asp Lys Gin He Leu Glu Asn Leu Ser Thr 

245 250 255 

Ser Pro Leu Ala Glu Pro Pro His Phe Val Glu His He Arg Ser 

260 265 270 

Thr Leu Met Phe Leu Lys Lys His Pro Ser Pro Ala His Thr Leu 

275 280 285 

Phe Ser Gly Asn Lys Ala Leu Leu Tyr Lys Lys Asn Glu Asp Gly 

290 295 300 

Leu Trp Glu Lys He Ser Ser Pro Gly Ser 

305 310 



<210> 2 

<211> 520 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone No: 634343 



<400> 2 
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Val Tyr Asn Thr Glu Gly Lys Leu Val Ala Arg Tyr His Lys Tyr 
17 0 175 180 

His Leu Tyr Ser Glu Pro Gin Phe Asn Val Pro Glu Lys Pro Glu 
185 190 195 

Leu Val Thr Phe Asn Thr Ala Phe Gly Arg Phe Gly He Phe Thr 
200 205 210 

Cys Phe Asp He Phe Phe Tyr Asp Pro Gly Val Thr Leu Val Lys 
215 220 225 

Asp Phe His Val Asp Thr He Leu Phe Pro Thr Ala Trp Met Asn 
230 235 240 

Val Leu Pro Leu Leu Thr Ala He Glu Phe His Ser Ala Trp Ala 
245 250 255 

Met Gly Met Gly Val Asn Leu Leu Val Ala Asn Thr His His Val 
260 265 270 

Ser Leu Asn Met Thr Gly Ser Gly He Tyr Ala Pro Asn Gly Pro 
275 280 285 

Lys Val Tyr His Tyr Asp Met Lys Thr Glu Leu Gly Lys Leu Leu 
29 ° 295 300 

Leu Ser Glu Val Asp Ser His Pro Leu Ser Ser Leu Ala Tyr Pro 
305 310 315 

Thr Ala Val Asn Trp Asn Ala Tyr Ala Thr Thr He Lys Pro Phe 
320 325 330 

Pro Val Gin Lys Asn Thr Phe Arg Gly Phe He Ser Arg Asp Gly 
33 5 340 345 

Phe Asn Phe Thr Glu Leu Phe Glu Asn Ala Gly Asn Leu Thr Val 
350 355 360 

Cys Gin Lys Glu Leu Cys Cys His Leu Ser Tyr Arg Met Leu Gin 
365 370 375 

Lys Glu Glu Asn Glu Val Tyr Val Leu Gly Ala Phe Thr Gly Leu 
380 385 390 

His Gly Arg Arg Arg Arg Glu Tyr Trp Gin Val Cys Thr Met Leu 
395 400 405 

Lys Cys Lys Thr Thr Asn Leu Thr Thr Cys Gly Arg Pro Val Glu 
410 415 420 

Thr Ala Ser Thr Arg Phe Glu Met Phe Ser Leu Ser Gly Thr Phe 
425 430 435 

Gly Thr Glu Tyr Val Phe Pro Glu Val Leu Leu Thr Glu He His 
44 ° 445 450 

Leu Ser Pro Gly Lys Phe Glu Val Leu Lys Asp Gly Arg Leu Val 
455 460 465 

Asn Lys Asn Gly Ser Ser Gly Pro He Leu Thr Val Ser Leu Phe 
470 475 480 

Gly Arg Trp Tyr Thr Lys Asp Ser Leu Tyr Ser Ser Cys Gly Thr 
48 5 490 495 

Ser Asn Ser Ala He Thr Tyr Leu Leu He Phe He Leu Leu Met 
500 505 510 

He He Ala Leu Gin Asn He Val Met Leu 
515 520 



<210> 3 
<211> 349 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte Clone No: 1942326 

<400> 3 

Met Lys Gly Leu Tyr Phe Gin Gin Ser Ser Thr Asp Glu Glu lie 
1 5 10 15 

Thr Phe Val Phe Gin Glu Lys Glu Asp Leu Pro Val Thr Glu Asp 
20 25 30 

Asn Phe Val Lys Leu Gin Val Lys Ala Cys Ala Leu Ser Gin lie 
35 40 45 

Asn Thr Lys Leu Leu Ala Glu Met Lys Met Lys Lys Asp Leu Phe 
50 55 60 

Pro Val Gly Arg Glu lie Ala Gly lie Val Leu Asp Val Gly Ser 
65 70 75 

Lys Val Ser Phe Phe Gin Pro Asp Asp Glu Val Val Gly lie Leu 
80 85 90 

Pro Leu Asp Ser Glu Asp Pro Gly Leu Cys Glu Val Val Arg Val 
95 100 105 

His Glu His Tyr Leu Val His Lys Pro Glu Lys Val Thr Trp Thr 
HO 115 120 

Glu Ala Ala Gly Ser lie Arg Asp Gly Val Arg Ala Tyr Thr Ala 
125 130 135 

Leu His Tyr Leu Ser His Leu Ser Pro Gly Lys Ser Val Leu lie 
140 145 150 

Met Asp Gly Ala Ser Ala Phe Gly Thr He Ala He Gin Leu Ala 
155 160 165 

His His Arg Gly Ala Lys Val He Ser Thr Ala Cys Ser Leu Glu 
170 175 180 

Asp Lys Gin Cys Leu Glu Arg Phe Arg Pro Pro He Ala Arg Val 
185 190 195 

He Asp Val Ser Asn Gly Lys Val His Val Ala Glu Ser Cys Leu 
200 205 210 

Glu Glu Thr Gly Gly Leu Gly Val Asp He Val Leu Asp Ala Gly 
215 220 225 

Val Arg Leu Tyr Ser Lys Asp Asp Glu Pro Ala Val Lys Leu Gin 
230 235 240 

Leu Leu Pro His Lys His Asp He He Thr Leu Leu Gly Val Gly 
245 250 255 

Gly His Trp Val Thr Thr Glu Glu Asn Leu Gin Leu Asp Pro Pro 
260 265 270 

Asp Ser His Cys Leu Phe Leu Lys Gly Ala Thr Leu Ala Phe Leu 
275 280 285 

Asn Asp Glu Val Trp Asn Leu Ser Asn Val Gin Gin Gly Lys Tyr 
290 295 300 

Leu Cys He Leu Lys Asp Val Met Glu Lys Leu Ser Thr Gly Val 
305 310 315 

Phe Arg Pro Gin Leu Asp Glu Pro He Pro Leu Tyr Glu Ala Lys 
320 325 330 

Val Ser Met Glu Ala Val Gin Lys Asn Gin Gly Arg Lys Lys Gin 
335 340 345 

Val Val Gin Phe 
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<210> 4 
<211> 332 
<212> PRT 

<213> Homo sapiens 
<220> 

<22l> misc_feature 

<223> Incyte Clone No: 23 952S9 



<400> 4 

Met Leu Ala Val His Phe Asp Lys Pro Gly Gly Pro Glu Asn Leu 
15 10 15 

Tyr Val Lys Glu Val Ala Lys Pro Ser Pro Gly Glu Gly Glu Val 

20 25 30 

Leu Leu Lys Val Ala Ala Ser Ala Leu Asn Arg Ala Asp Leu Met 

35 40 45 

Gin Arg Gin Gly Gin Tyr Asp Pro Pro Pro Gly Ala Ser Asn He 

50 55 60 

Leu Gly Leu Glu Ala Ser Gly His Val Ala Glu Leu Gly Pro Gly 

65 70 75 

Cys Gin Gly His Trp Lys He Gly Asp Thr Ala Met Ala Leu Leu 
80 85 90 

Pro Gly Gly Gly Gin Ala Gin Tyr Val Thr Val Pro Glu Gly Leu 
95 100 105 

Leu Met Pro He Pro Glu Gly Leu Thr Leu Thr Gin Ala Ala Ala 
110 115 120 

He Pro Glu Ala Trp Leu Thr Ala Phe Gin Leu Leu His Leu Val 
125 130 135 

Gly Asn Val Gin Ala Gly Asp Tyr Val Leu He His Ala Gly Leu 
140 145 150 

Ser Gly Val Gly Thr Ala Ala He Gin Leu Thr Arg Met Ala Gly 
155 160 165 

Ala He Pro Leu Val Thr Ala Gly Ser Gin Lys Lys Leu Gin Met 
170 175 1 80 

Ala Glu Lys Leu Gly Ala Ala Ala Gly Phe Asn Tyr Lys Lys Glu 
18 5 190 195 

Asp Phe Ser Glu Ala Thr Leu Lys Phe Thr Lys Gly Ala Gly Val 
200 205 210 

Asn Leu He Leu Asp Cys He Gly Gly Ser Tyr Trp Glu Lys Asn 
215 220 225 

Val Asn Cys Leu Ala Leu Asp Gly Arg Trp Val Leu Tyr Gly Leu 
230 235 240 

Met Gly Gly Gly Asp He Asn Gly Pro Leu Phe Ser Lys Leu Leu 
245 250 255 

Phe Lys Arg Gly Ser Leu He Thr Ser Leu Leu Arg ser Arg Asp 
260 265 270 

Asn Lys Tyr Lys Gin Met Leu Val Asn Ala Phe Thr Glu Gin He 
275 280 285 

Leu Pro His Phe Ser Thr Glu Gly Pro Gin Arg Leu Leu Pro Val 
j a 290 295 300 

Leu Asp Arg He Tyr Pro Val Thr Glu He Gin Glu Ala His Lys 
305 310 315 

Tyr Met Glu Ala Asn Lys Asn He Gly Lys He Val Leu Glu Leu 

320 325 330 

Pro Gin JJU 
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<210> 5 
<211> 444 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone No: 008879 

<400> 5 

Met Gly Lys Gly Gly Asn Gin Gly Glu Gly Ala Ala Glu Arg Glu 
15 10 15 

Val Ser Val Pro Thr Phe Ser Trp Glu Glu He Gin Lys His Asn 
20 25 30 

Leu Arg Thr Asp Ser Gly Leu Val He Asp Arg Lys Val Tyr Asn 
35 40 45 

He Thr Lys Trp Ser He Gin His Pro Gly Gly Gin Arg Val He 
50 55 60 

Gly His Tyr Ala Gly Glu Asp Ala Thr Asp Ala Phe Arg Ala Phe 
^5 70 75 

His Pro Asp Leu Glu Phe Val Gly Lys Phe Leu Lys Pro Leu Leu 
80 85 90 

He Gly Glu Leu Ala Pro Glu Glu Pro Ser Gin Asp His Gly Lys 
95 100 105 

Asn Ser Lys He Thr Glu Asp Phe Arg Ala Leu Arg Lys Thr Ala 
110 115 120 

Glu Asp Met Asn Leu Phe Lys Thr Asn His Val Phe Phe Leu Leu 
125 130 135 

Leu Leu Ala His He He Ala Leu Glu Ser He Ala Trp Phe Thr 
14 0 145 150 

Val Phe Tyr Phe Gly Asn Gly Trp He Pro Thr Leu He Thr Ala 
155 160 165 

Phe Val Leu Ala Thr Ser Gin Ala Gin Ala Gly Trp Leu Gin His 
170 175 180 

Asp Tyr Gly His Leu Ser Val Tyr Arg Lys Pro Lys Trp Asn His 
!85 190 19 5 

Leu Val His Lys Phe Val He Gly His Leu Lys Gly Ala Ser Ala 
200 205 210 

Asn Trp Trp Asn His Arg His Phe Gin His His Ala Lys Pro Asn 
215 220 225 

He Phe His Lys Asp Pro Asp Val Asn Met Leu His Val Phe Val 
230 235 240 

Leu Gly Glu Trp Gin Pro He Glu Tyr Gly Lys Lys Lys Leu Lys 
245 250 255 

Tyr Leu Pro Tyr Asn His Gin His Glu Tyr Phe Phe Leu He Gly 
260 265 270 

Pro Pro Leu Leu He Pro Met Tyr Phe Gin Tyr Gin He He Met 
275 280 285 

Thr Met He Val His Lys Asn Trp Val Asp Leu Ala Trp Ala Val 
290 295 300 

Ser Tyr Tyr He Arg Phe Phe He Thr Tyr He Pro Phe Tyr Gly 
305 310 315 

He Leu Gly Ala Leu Leu Phe Leu Asn Phe He Arg Phe Leu Glu 
320 325 330 

Ser His Trp Phe Val Trp Val Thr Gin Met Asn His He Val Met 
335 340 345 
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Glu lie Asp Gin Glu Ala Tyr Arg Asp Trp Phe Ser Ser Gin Leu 

350 355 360 

Thr Ala Thr Cys Asn Val Glu Gin Ser Phe Phe Asn Asp Trp Phe 

365 370 375 

Ser Gly His Leu Asn Phe Gin lie Glu His His Leu Phe Pro Thr 

380 385 390 

Met Pro Arg His Asn Leu His Lys lie Ala Pro Leu Val Lys Ser 

395 400 405 

Leu Cys Ala Lys His Gly lie Glu Tyr Gin Glu Lys Pro Leu Leu 

410 415 420 

Arg Ala Leu Leu Asp lie lie Arg Ser Leu Lys Lys Ser Gly Lys 

425 430 435 

Leu Trp Leu Asp Ala Tyr Leu His Lys 

440 



<210> 6 
<211> 286 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No: 2274011 

<400> 6 
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215 220 225 

Arg Pro Lys Glu Pro Asn Ser Thr He Leu His Pro Asn Gly Gly 

230 235 240 

Thr Glu Gin Gly Ala Arg Gly Ser Met Pro Ala Tyr Ser Gly Asn 

245 250 255 

Asn Met Asp Lys Ser Asp Ser Glu Leu Asn Asn Glu Val Ala Ala 

260 265 270 

Arg Lys Arg Asn Leu Ala Leu Asp Glu Ala Gly Gin Arg Ser Thr 

275 280 285 

Met 



<210> 7 
<211> 1126 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone No: 321510 



<400> 7 

cgcctccgcg atgccgctgc tcgtcgaggg 
ggacctcgtc cgagcccacc cgcctttgga 
tgttcaacaa gtgggacccc agggccttct 
ctccccaaag gatggctcca tctccattct 
tgtggtcctg aggcacacag gtaatggggc 
caccaaagct gaggtcccct tgatcatgaa 
atgtggaagg ctggaagtac accttgttgg 
aaaactcact catcaacttc ttagtgaatt 
gacattatgt gtgacagaat taaatgaccg 
atatggcatt gctgtcaaca ttaagactgc 
gggtccggag gagcagcttc gtgctgcgcg 
ttatgatgca gagacagaac aacttcgtat 
tgtggatttc tggttgcacc aagatgacaa 
tctggctgag ccaccccact ttgttgaaca 
acacccatct ccagctcaca cactgttttc 
tgaagatggc ttgtgggaaa agatctcttc 
agaaagcacc ttcttggcct gacagaccat 
tcctacatct gttgggtctt aggcctcctt 
tcaaatgact ttcaaaataa aaccttattt 



gcggcgagtg cggctgccgc agtcagccgg 60 
ggaaagagcc agacttctca gaggtcagtc 120 
gtatgttcag caaagagagc ttgcagtgac 18 0 
gggttctgat gatgccacta cttgtcacat 24 0 
cacctgcttg acacattgtg acggaaccga 300 
ctccataaaa tccttttctg accacgctca 360 
aggcttcagt gacgacaggc agttgtcaca 420 
tgacaggcaa gaagatgaca ttcacttagt 480 
ggaagaaaac gaaaaccact ttccagtaat 54 0 
agagatttac agagcatcct ttcaagatcg 600 
aactttagca ggaggaccaa tgattagcat 660 
aggaccgtac tcctggacac catttccaca 72 0 
gcaaatacta gagaatcttt ccacttcgcc 780 
tattagatct accttgatgt ttttaaaaaa 84 0 
tggaaataaa gccctactct acaaaaaaaa 900 
tccaggaagt taaaaaacat gaattaccaa 960 
tggtggggct ggcacgaatc cagatctgga 102 0 
ccctcctcag tgtctttcaa atgactttca 1080 
tggcaaaaaa aaaaaa 1126 



<210> 8 

<211> 2260 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte Clone No: 634343 



<400> 8 

cccccttgac taaagctcca aggacagaga 
gatatgattg tccccacttc tactgccaaa 



aaaacatcca gatttgggaa cacaataaca 60 
attataaaac tgttaactcc tcctcatcag 120 
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cttacctgac tacttaaaag caaaagagtt aattaagtat tactaattgg tgatactaga 180 
tcaatgaaga gaaagcagct gagatccaga ggagtggaag gtcccccttg actaaagcta 24 0 
aatcactaaa ccttggccat ggtcacttcc tcttttccaa tctctgtggc agtttttgcc 300 
ctaataaccc tgcaggttgg tactcaggac agttttatag ctgcagtgta tgaacatgct 360 
gtcattttgc caaataaaac agaaacacca gtttctcagg aggatgcctt gaatctcatg 420 
aacgagaata tagacattct ggagacagcg atcaagcagg cagctgagca gggtgctcga 480 
atcattgtga ctccagaaga tgcactttat ggatggaaat ttaccaggga aactgttttc 54 0 
ccttatctgg aggatatccc agaccctcag gtgaactgga ttccgtgtca agacccccac 600 
agatttggtc acacaccagt acaagcaaga ctcagctgcc tggccaagga caactctatc 66 0 
tatgtcttgg caaatttggg ggacaaaaag ccatgtaatt cccgtgactc cacatgtcct 72 0 
cctaatggct actttcaata caataccaat gtggtgtata atacagaagg aaaactcgtg 78 0 
gcacgttacc ataagtacca cctgtactct gagcctcagt ttaatgtccc tgaaaagccg 84 0 
gagttggtga ctttcaacac cgcatttgga aggtttggca ttttcacgtg ctttgatata 900 
ttcttctatg atcctggtgt taccctggtg aaagatttcc atgtggacac catactgttt 960 
cccacagctt ggatgaacgt tttgcccctt ttgacagcta ttgaattcca ttcagcttgg 102 0 
gcaatgggaa tgggagttaa tcttcttgtg gccaacacac atcatgtcag cctaaatatg 108 0 
acaggaagtg gcatttatgc accaaatggt cccaaagtgt atcattatga catgaagaca 114 0 
gagttgggaa aacttctcct ttcagaggtg gattcacatc ccctatcctc gcttgcctac 1200 
ccaacagctg ttaattggaa tgcctacgcc accaccatca aaccatttcc agtacagaaa 1260 
aacactttca ggggatttat ttccagggat gggttcaact tcacagaact ttttgaaaat 1320 
gccggaaacc ttacagtctg tcaaaaggag ctttgctgtc atttaagcta cagaatgtta 138 0 
caaaaagaag agaatgaagt atacgttcta ggagctttta caggattaca tggccgaagg 144 0 
agaagagagt actggcaggt ctgcacaatg ctgaagtgca aaactactaa tttgacaact 15 0 0 
tgtggacggc cagtagaaac tgcttctaca agatttgaaa tgttctccct cagtggcaca 1560 
tttggaacag agtatgtttt tcctgaagtg ctacttaccg aaattcatct gtcacctgga 1620 
aaatttgagg tgctgaaaga tgggcgtttg gtaaacaaga atggatcatc tgggcctata 16 80 
ctaacagtgt cactctttgg gaggtggtac acaaaggact cactttacag ctcatgtggg 174 0 
accagcaatt cagcaataac ttacctgcta atattcatat tattaatgat catagctttg 1800 
caaaatattg taatgttata gggcgtctct ttatcactca gcttctgcat catatgcttg 1860 
gctgaatgtg tttatcggct tcccaagttt actaagaaac tttgaagggc tatttcagta 192 0 
gtatagacca gtgagtccta aatatttttt ctcatcaata attatttttt aagtattatg 1980 
ataatgttgt ccattttttt ggctactctg aaatgttgca gtgtggaaca atggaaagag 2 040 
cctgggtgtt tgggtcagat aaatgaagat caaactccag ctccagcctc atttgcttga 2100 
gactttgtgt gtatggggga cttgtatgta tgggagtgag gagtttcagg gccattgcaa 2160 
acatagctgt gcccttgaag agaatagtaa tgatgggaat ttagaggttt atgactgaat 2220 
tccctttgac attaaagact atttgaattc aaaaaaaaaa 2260 



<210> 9 

<211> 1471 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone No: 1942326 

<400> 9 

ggaaggtggc ggtggtgaag gtgcaggccg 
aaggcttata tttccaacag agttccacag 
aggaagatct tcctgttaca gaggataact 
tgagccagat aaatacaaag cttctggcag 
ttgggagaga aattgctgga attgtattag 
cagatgatga agtagttgga attttgcccc 
ttgttagagt acatgagcat tacttggttc 
cagcaggaag cattcgggat ggagtgcgtg 
tctctcctgg aaaatcagtg ctgataatgg 



ttggggcggc tcagaggcag gtgactatga 60 
atgaagaaat aacatttgta tttcaagaaa 120 
ttgtgaaact tcaagttaaa gcttgtgctc 180 
aaatgaagat gaaaaaggat ttatttcctg 240 
atgttggaag caaggtatca ttctttcaac 300 
tggactctga agaccctgga ctttgtgaag 360 
ataaaccaga aaaggtcaca tggacggaag 42 0 
cctatacagc tctgcattat ctttctcatc 480 
atggagcaag tgcatttggt acaatagcta 540 
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ttcagttagc acatcataga ggagccaaag tgatttcaac agcatgcagc cttgaagata 600 
agcagtgcct tgaaagattc agacctccca tagcccgagt gattgatgta tctaatggga 660 
aagttcatgt tgctgaaagc tgtttggaag aaacaggtgg cctgggagta gatattgtcc 72 0 
tagatgctgg agtgagatta tatagtaaag atgatgaacc agctgtaaaa ctacaactac 780 
taccacataa acatgatatc atcacacttc ttggtgttgg aggccactgg gtaacaacag 84 0 
aagaaaacct tcagttggat cctccagata gccactgcct tttcctcaag ggagcaacgt 900 
tagctttcct gaatgatgaa gtttggaatt tgtcaaatgt acaacaggga aaatatcttt 960 
gtatcttaaa ggatgtgatg gagaagttat caactggtgt tttcagacct cagttggatg 102 0 
aacccattcc actgtatgag gcaaaagttt ccatggaagc tgttcagaaa aatcaaggaa 1080 
gaaaaaagca agttgttcaa ttttaatttt cttctttctc agacctcagt cggatgaaca 114 0 
tattccagta tttgaagcca gaattttctt tggaaattgt tgagaaaaac caaggaagat 120 0 
aaaacaagtt gcatttttaa gcacgtttct ctgctaagac aagatgctca gttgacacat 1260 
ttgaaaagtg tttgaaaaat tcttgtgcaa atgatcaaga taattctata attaacatct 1320 
taagggaatt tttctaaaaa ccttttcatt gtttctatat attttgcccc tgctataaaa 1380 
ttccttccat gaagaaaact gctgctttca gcaaaagtca cactactctt gataaaagct 1440 
gttgcaggcc tttgctaagc taaaaaaaaa a 14 71 



<210> 10 

<211> 1215 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone No: 2395269 

<400> 10 

gcagaggcag tcctggggct ctggggctcg 
accactcggc gccgcctgga tatgttagcc 
aacctctacg tgaaggaggt ggccaagccg 
gtggcggcca gcgccctgaa ccgggcggac 
cctccaggag ccagcaacat tttgggactt 
cctggctgcc agggacactg gaagatcggg 
ggccaggctc agtacgtcac tgtccccgaa 
accctgaccc aggctgcagc catcccagag 
cttgtgggaa atgttcaggc tggagactat 
ggcacagctg ctatccaact cacccggatg 
tcccagaaga agcttcaaat ggcagaaaag 
aaagaggatt tctctgaagc aacgctgaaa 
ctagactgca taggcggatc ctactgggag 
cgatgggttc tctatggtct gatgggagga 
ctacttttta agcgaggaag tctgatcacc 
aagcaaatgc tggtgaatgc tttcacggag 
ccccaacgtc tgctgccggt tctggacaga 
cataagtaca tggaggccaa caagaacata 
aggaggatgg ggcaggacag gacgcggcca 
agattcacaa tagacaggcc aagaaacccg 
atgaggaaat aaaga 



ggctttgtca ccgggacccg cagagccaga 6 0 
gtgcactttg acaagccggg aggaccggaa 12 0 
agcccggggg agggtgaagt cctcctgaag 18 0 
ttaatgcaga gacaaggcca gtatgaccca 24 0 
gaggcatctg gacatgtggc agagctgggg 3 00 
gacacagcca tggctctgct ccccggtggg 360 
gggctcctca tgcctatccc agagggattg 420 
gcctggctca ccgccttcca gctgttacat 480 
gtgctaatcc atgcaggact gagtggtgtg 54 0 
gctggagcta ttcctctggt cacagctggc 600 
cttggagcag ctgctggatt caattacaaa 660 
ttcaccaaag gtgctggagt taatcttatt 720 
aagaacgtca actgcctggc tcttgatggt 780 
ggtgacatca atgggcccct gttttcaaag 840 
agtttgctga ggtctaggga caataagtac 900 
caaattctgc ctcacttctc cacggagggc 960 
atctacccag tgaccgaaat ccaggaggcc 102 0 
ggcaagatcg tcctggaact gccccagtga 1080 
ccccaggcct ttccagagca aacctggaga 1140 
gtgcttcctc cagagccgtt taaagctgat 1200 

1215 



<210> 11 

<211> 3184 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> misc_f eature 

<223> Incyte Clone No: 008879 

<400> 11 

ctcccgagcg caggcgagag ggctggggga gggggcgcgg tgggaggagt aggagaagac 60 
aaaagccgaa agcgaagagg gcccgggctg cacacaccgg ctgggaggca gccgtctgtg 12 0 
cagcgagcag ccggcgcggg gaggccgcag tgcacggggc gtcacagtcg gcaggcagca 18 0 
tggggaaggg agggaaccag ggcgaggggg ccgccgagcg cgaggtgtcg gtgcccacct 24 0 
tcagctggga ggagattcag aagcataacc tgcgcaccga cagtgggctg gtcattgacc 3 00 
gcaaggttta caacatcacc aaatggtcca tccagcaccc ggggggccag cgggtcatcg 3 60 
ggcactacgc tggagaagat gcaacggatg ccttccgcgc cttccaccct gacctggaat 420 
tcgtgggcaa gttcttgaaa cccctgctga ttggtgaact ggccccggag gagcccagcc 4 80 
aggaccacgg caagaactca aagatcactg aggacttccg ggccctgagg aagacggctg 54 0 
aggacatgaa cctgttcaag accaaccacg tgttcttcct cctcctcctg gcccacatca 600 
tcgccctgga gagcattgca tggttcactg tcttctactt tggcaatggc tggattccta 660 
ccctcatcac ggcctttgtc cttgctacct ctcaggccca agctggatgg ctgcaacatg 72 0 
attatggcca cctgtctgtc tacagaaaac ccaagtggaa ccaccttgtc cacaaattcg 780 
tcattggcca cttaaagggt gcctctgcca actggtggaa tcatcgccac ttccagcacc 84 0 
acgccaagcc taacatcttc cacaaggatc ccgatgtgaa catgctgcac gtgtttgttc 900 
tgggcgaatg gcagcccatc gagtacggca agaagaagct gaaatacctg ccctacaatc 960 
accagcacga atacttcttc ctgattgggc cgccgctgct catccccatg tatttccagt 1020 
accagatcat catgaccatg atcgtccata agaactgggt ggacctggcc tgggccgtca 1080 
gctactacat ccggttcttc atcacctaca tccctttcta cggcatcctg ggagccctcc 1140 
ttttcctcaa cttcatcagg ttcctggaga gccactggtt tgtgtgggtc acacagatga 12 00 
atcacatcgt catggagatt gaccaggagg cctaccgtga ctggttcagt agccagctga 126 0 
cagccacctg caacgtggag cagtccttct tcaacgactg gttcagtgga caccttaact 1320 
tccagattga gcaccacctc ttccccacca tgccccggca caacttacac aagatcgccc 1380 
cgctggtgaa gtctctatgt gccaagcatg gcattgaata ccaggagaag ccgctactga 1440 
gggccctgct ggacatcatc aggtccctga agaagtctgg gaagctgtgg ctggacgcct 1500 
accttcacaa atgaagccac agcccccggg acaccgtggg gaaggggtgc aggtggggtg 1560 
atggccagag gaatgatggg cttttgttct gaggggtgtc cgagaggctg gtgtatgcac 1620 
tgctcacgga ccccatgttg gatctttctc cctttctcct ctcctttttc tcttcacatc 1680 
tcccccatag caccctgccc tcatgggacc tgccctccct cagccgtcag ccatcagcca 174 0 
tggccctccc agtgcctcct agccccttct tccaaggagc agagaggtgg ccaccggggg 18 00 
tggctctgtc ctacctccac tctctgcccc taaagatggg aggagaccag cggtccatgg 1860 
gtctggcctg tgagtctccc cttgcagcct ggtcactagg catcaccccc gctttggttc 1920 
ttcagatgct cttggggttc ataggggcag gtcctagtcg ggcagggccc ctgaccctcc 1980 
cggcctggct tcactctccc tgacggctgc cattggtcca ccctttcata gagaggcctg 2 04 0 
ctttgttaca aagctcgggt ctccctcctg cagctcggtt aagtacccga ggcctctctt 2100 
aagatgtcca gggccccagg cccgcgggca cagccagccc aaaccttggg ccctggaaga 2160 
gtcctccacc ccatcactag agtgctctga ccctgggctt tcacgggccc cattccaccg 2220 
cctccccaac ttgagcctgt gaccttggga ccaaaggggg agtccctcgt ctcttgtgac 2280 
tcagcagagg cagtggccac gttcagggag gggccggctg gcctggaggc tcagcccacc 2340 
ctccagcttt tcctcagggt gtcctgaggt ccaagattct ggagcaatct gacccttctc 2400 
caaaggctct gttatcagct gggcagtgcc agccaatccc tggccatttg gccccagggg 2460 
gacgtgggcc ctgcaggctg caggagggca ctggagctgg gaggtctcgt cccagccctc 252 0 
cccatctcgg ggctgctgtg tggacggcgc tgcctcaggc actctcctgt ctgaacctgc 2580 
ccttactgtg tttaacctgt tgctccagga tgcattctga taggaggggg cggcagggct 2640 
gggccttgtg acaatctgcc tttcaccaca tggccttgcc tcggtggccc tgactgtcag 2 700 
ggagggccag ggaggcagag cgggagggag tctcaggagg aggctgccct gaggggctgg 2760 
ggagggggta cctcatgagg accagggtgg agctgagaag aggaggaggt gggggctgga 282 0 
ggtgctggta gctgagggga cgggcaagtg agaggggagg gagggaagtc ctgggaggat 2880 
cctgagctgc tgttgcagtc taacccacta atcagttctt agattcaggg gaagggcagg 2940 
caccaacaac tcagaatggg ggctttcggg gagggcgcct agtcccccca gctctaagca 3000 
gccaggaggg acctgcatct aagcatctgg gttgccatgg caatggcatg ccccccagct 3060 
actgtatgcc cccgaccccc gcagaggcag aatgaaccca tagggagctg atcgtaatgt 3120 
ttatcatgtt acttccccac ccctacattt tttgaaataa aataaggaat tttaaaaaaa 318 0 
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aaaa 



3184 



<210> 12 

<211> 4298 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone No: 2274011 

<400> 12 

cgcaggcgga gacagcccca agaagtcgac gcctcggtcc cgccgcccgg ccactaccca 60 
gagggctgcc gccgcctctc caagttcttg tggcccccgc ggtgcggagt atggggcgct 120 
gatggccatg gagggctact ggcgcttcct ggcgctgctg gggtcggcac tgctcgtcgg 180 
cttcctgtcg gtgatcttcg ccctcgtctg ggtcctccac taccgagagg ggcttggctg 240 
ggatgggagc gcactagagt ttaactggca cccagtgctc atggtcaccg gcttcgtctt 300 
catccagggc atcgccatca tcgtctacag actgccgtgg acctggaaat gcagcaagct 360 
cctgatgaaa tccatccatg cagggttaaa tgcagttgct gccattcttg caattatctc 420 
tgtggtggcc gtgtttgaga accacaatgt taacaatata gccaatatgt acagtctgca 480 
cagctgggtt ggactgatag ctgtcatatg ctatttgtta cagcttcttt caggtttttc 540 
agtctttctg cttccatggg ctccgctttc tctccgagca tttctcatgc ccatacatgt 600 
ttattctgga attgtcatct ttggaacagt gattgcaaca gcacttatgg gattgacaga 660 
gaaactgatt ttttccctga gagatcctgc atacagtaca ttcccgccag aaggtgtttt 72 0 
cgtaaatacg cttggccttc tgatcctggt gttcggggcc ctcatttttt ggatagtcac 780 
cagaccgcaa tggaaacgtc ctaaggagcc aaattctacc attcttcatc caaatggagg 840 
cactgaacag ggagcaagag gttccatgcc agcctactct ggcaacaaca tggacaaatc 900 
agattcagag ttaaacaatg aagtagcagc aaggaaaaga aacttagctc tggatgaggc 96 0 
tgggcagaga tctaccatgt aaaatgttgt agagatagag ccatataacg tcacgtttca 102 0 
aaactagctc tacagttttg cttctcctat tagccatatg ataattgggc tatgtagtat 1080 
caatatttac tttaatcaca aaggatggtt tcttgaaata atttgtattg attgaggcct 1140 
atgaactgac ctgaattgga aaggatgtga ttaatataaa taatagcaga tataaattgt 1200 
ggttatgtta cctttatctt gttgaggacc acaacattag cacggtgcct tgtgcagaat 1260 
agatactcaa tatgtgaata tgtgtctact agtagttaat tggataaact ggcagcatcc 1320 
ctggcctgtt gtcatgcagt catttcctgt taattctggg agacaatgat ttcacaacta 1380 
gagggaagca gtcctaaaag tttaaaatcc gataaggaat atctgggaca gggtttagat 1440 
catgactcta cacagatacc atgatgagag tatattaaag aaatttagga aagcacctgg 1500 
ttcctttctc cccatgcctg ccttctgctc cctccccagc tggtttgggc tcaaattgtc 1560 
cctggagact agggtttatg ttagggtatt gatagattag agcaggtggt tgaagagatc 162 0 
ttctctggtc agacttggaa gaatttccaa aactgaagtt agccccaaga cttccctagg 1680 
gttgatgtac tttatgatcc agatgctaaa cttcttagat tgaaaatatg cttcaacact 1740 
taagtagcat acactgccct acaaacctca gagagcactt ttccccaagt tcttgttttt 1800 
atttttgaaa gtactcacac agcacttact atgctccaaa cactcctcta agcactttac 1860 
acatattagc tcattcagtc cccagacaga cgggatgaag taggtattgt tactgttccc 1920 
attttacagg tgagagattt gaagcctggg gaggctagta actcacccca aggtcacacg 1980 
gctcatacat ggtgggactg agactcagat gcaggcagtc tggcacctca gtctggattc 2 04 0 
taaccatttc actaagctat ttttgtcttg tactactttg acccacccct gaataaacct 2100 
caattgctgg agtggggtgt agttattaaa gggatgcttt ttaccttttg ctgtttgctg 2160 
tggcagattc cccagataac caaggaaaag gggccaccca tacctggaaa taggccatag 2220 
ggcccctact actgccaaca agccatggcc taccttgaca cttgtttgat cttaaaattg 2280 
tgtcttggta acaaaagatt tggacaggca tatctgtagc tttcaagtta attaattgca 2340 
atattttttt cttcaggatt ttagctgctg aacaactttc agtttggagc taaaagagac 2400 
ctgtctcatg gtctgccctt ccctggggca atagctaggg tctttcctga tttttatgga 2460 
attttagggg atattttgag ctttgggttc tcagtagtga attgagactt ggaggtgact 2520 
tttcatgttt ggagtatcat ctctgtctgg gatctgggct gacaaattaa aacctagagt 2580 
agtgcttatg ctgaaatgat acttttcatt ttttggttga tttttttgcc ttcccttcaa 2640 
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ttttaaactg aagcatttta atgtgggtag aaactctaca ccaaatacac taaacatttt 2700 
ggtgcttagt ggatttctct ttaggtaact ggtacttact tccaaagact gaatacaagc 2760 
cacactccat catatccctt aaacttcatg aaaaaccatt caagatcccc ttgctgcaac 2820 
actgttctct tcttctctac taaattctat ttccaaaatt ggtaatagag ccagaaggat 2880 
ccccagtacc cagccctctg cctggcacaa agtggtagca caattaaatt cagtatgggt 2940 
ggagcatggt acagtcttgg tgccatagaa ggagtagttg catagtcaca catcatttga 3000 
taagttggat gttccattac atagaggaac acaaaattcc agggtttttg gaggaaggga 3060 
ttagatagtg actaagccgc cagaattgag gtggccattc ctttttgtat aggctaagaa 3120 
acaggttatc agtgaaaagt taattatggc tttggcacta gaatagcact gttgcaaagt 3180 
atttaagcac cccccatctc agccctttat tttatctttc atgtgggcta atgtgaggat 3240 
aatcttacag atattatagg aatttctttt ctatctttat gaaaacaacg tatataaaat 3300 
atatctagaa aacctttgtt tgagactctt atttaatggg cttttgattc taatgataat 3360 
tgtaccttta tctttcaaaa gctgatattt cctacctaag catctcccga gaaaaatatc 3420 
tcattaaaaa gcccataaat aataggggag aagaaagcct taggtatcaa ttccaaaaca 3480 
gtgattgaaa tttcccaaaa taattatggc ttctgtcatc tccagagata atctggcttg 354 0 
gtttacccca taatctaatt tcagaaaaga aagctttatt ttaacactca tctgaatcaa 3600 
cattaaagcc ttttctctca aagcgtttat tgagaaactc aaatgaatat actttttgaa 3660 
ttactgtcat caaaagtgta cggcttcctg tgctgcttgt gtcaaatgga acctgccctc 3720 
taaagcactt tctttccttt acttgcatgg tttcatgtaa gctgtgctgt ttagaaacaa 3780 
catctcagac tttacaaaga aatgacaaag aaggcaattg cactttttaa gggatatcga 3840 
caagcagttt ctgttttcta aaggacaaaa tacagagtgt gtgtcatttt taattagatt 3 900 
ctttcccctg ctgagttgga aattccagtg cagcactgat tgaccacagt tgccaatcta 3 960 
aaagcacaaa gacagaagta aagctttatg ctaattttat ttcaatatga tagaaaattt 4020 
atcttggtat gtcctttttt agataactcc agcaggaaac tgtaactgct atgtctttag 4080 
gaaaatgtag aagaaagaac attattattc tttaattcct acaaggtact cgaaaacctt 4140 
aagtgaaaaa gatttctatc tttttatctt agcgcattta tggaaaaaat attaactatc 4200 
ctgaatattt tataattttg taggaaaaat atgcatctat tttttcttga cttcttttat 4260 
atagtaataa aagttatttt ggaagctcaa aaaaaaaa 4298 



<210> 13 
<211> 458 
<212> PRT 

<213> Helianthus annuus 
<220> 

<22l> misc_feature 

<223> GenBank ID No: gl040729 



<400> 13 
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125 130 135 

Ala Cys Val Tyr Gly Val Leu Tyr Ser Gly Ser Phe Trp lie His 
140 145 150 

Met Leu Ser Gly Ala He Leu Gly Leu Ala Trp Met Gin lie Ala 
155 160 165 

Tyr Leu Gly His Asp Ala Gly His Tyr Gin Met Met Ala Thr Arg 
170 175 180 

Gly Trp Asn Lys Phe Ala Gly He Phe He Gly Asn Cys He Thr 
185 190 195 

Gly He Ser He Ala Trp Trp Lys Trp Thr His Asn Ala His His 
200 205 210 

He Ala Cys Asn Ser Leu Asp Tyr Asp Pro Asp Leu Gin His Leu 
215 220 225 

Pro Met Leu Ala Val Ser Ser Lys Leu Phe Asn Ser He Thr Ser 
230 235 240 

Val Phe Tyr Gly Arg Gin Leu Thr Phe Asp Pro Leu Ala Arg Phe 
245 250 255 

Phe Val Ser Tyr Gin His Tyr Leu Tyr Tyr Pro He Met Cys Val 
260 265 270 

Ala Arg Val Asn Leu Tyr Leu Gin Thr He Leu Leu Leu He Ser 
2? 5 280 285 

Lys Arg Lys He Pro Asp Arg Gly Leu Asn He Leu Gly Thr Leu 
290 295 300 

He Phe Trp Thr Trp Phe Pro Leu Leu Val Ser Arg Leu Pro Asn 
305 310 315 

Trp Pro Glu Arg Val Ala Phe Val Leu Val Ser Phe Cys Val Thr 
320 325 330 

Gly He Gin His He Gin Phe Thr Leu Asn His Phe Ser Gly Asp 
3 35 340 345 

Val Tyr Val Gly Pro Pro Lys Gly Asp Asn Trp Phe Glu Lys Gin 
350 355 360 

Thr Arg Gly Thr He Asp He Ala Cys Ser Ser Trp Met Asp Trp 
3 65 370 375 

Phe Phe Gly Gly Leu Gin Phe Gin Leu Glu His His Leu Phe Pro 
3 80 385 390 

Arg Leu Pro Arg Cys His Leu Arg Ser He Ser Pro He Cys Arg 
3 ^5 400 405 

Glu Leu Cys Lys Lys Tyr Asn Leu Pro Tyr Val Ser Leu Ser Phe 
4i0 415 420 

Tyr Asp Ala Asn Val Thr Thr Leu Lys Thr Leu Arg Thr Ala Ala 
425 430 435 

Leu Gin Ala Arg Asp Leu Thr Asn Pro Ala Pro Gin Asn Leu Ala 
440 445 450 

Trp Glu Ala Phe Asn Thr His Gly 
455 



<210> 14 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> GenBank ID No: gl345640 
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<400> 14 

Met Glu Gly Gly Ala Ala Ala Ala Thr Pro Thr Ala Leu Pro Tyr 
1 5 io 15 

Tyr Val Ala Phe Ser Gin Leu Leu Gly Leu Thr Leu Val Ala Met 
20 25 30 

Thr Gly Ala Trp Leu Gly Leu Tyr Arg Gly Gly He Ala Trp Glu 
35 40 45 

Ser Asp Leu Gin Phe Asn Ala His Pro Leu Cys Met Val He Gly 
50 55 60 

Leu He Phe Leu Gin Gly Asn Ala Leu Leu Val Tyr Arg Val Phe 
65 70 75 

Arg Asn Glu Ala Lys Arg Thr Thr Lys Val Leu His Gly Leu Leu 
80 85 90 

His He Phe Ala Leu Val He Ala Leu Val Gly Leu Val Ala Val 
95 100 105 

Phe Asp Tyr His Arg Lys Lys Gly Tyr Ala Asp Leu Tyr Ser Leu 
110 .115 120 

His Ser Trp Cys Gly He Leu Val Phe Val Leu Tyr Phe Val Gin 
125 130 135 

Trp Leu Val Gly Phe Ser Phe Phe Leu Phe Pro Gly Ala Ser Phe 
140 145 150 

Ser Leu Arg Ser Arg Tyr Arg Pro Gin His He Phe Phe Gly Ala 
155 160 165 

Thr He Phe Leu Leu Pro Val Gly Thr Ala Leu Leu Gly Leu Lys 
170 175 180 

Glu Ala Leu Leu Phe Asn Leu Gly Gly Lys Tyr Ser Ala Phe Glu 
185 190 195 

Pro Glu Gly Val Leu Ala Asn Val Leu Gly Leu Leu Leu Ala Cys 
200 205 210 

Phe Gly Gly Ala Val Leu Tyr He Leu Thr Arg Ala Asp Trp Lys 
215 220 225 

Arg Pro Ser Gin Ala Glu Glu Gin Ala Leu Ser Met Asp Phe Lys 
230 235 240 

Thr Leu Arg Gin Gly Asp Ser Pro Gly Ser Gin 
2 45 250 
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